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Results/Discussion

Genotypes showed differences mainly in the control of leaf temperatures compared to other evaluated parameters. The leaf global transcriptome (RNAseq) revealed a number
of differentially-expressed genes (DEGs) under optimal temperature between genotypes, however DEGs strongly decrease in both genotypes as warmer temperature
(WaT) was imposed indicating a transcriptional constraint. The examination of DEGs in response to WaT revealed shared genes, as well as, genotype-specific ones that were
mostly related to carbohydrate metabolism. Indeed, the WaT impacted sugar contents in a genotype dependent manner in coffee plants.

Conclusion/Perspectives
This work provides a first examination of the intraspecific molecular responses of coffee genotypes to warmer temperatures, relating thermotolerance to the carbohydrate

homeostasis capacity, which may be useful for crop breeding in face of the expected climate changes. Many differentially expressed genes were revealed and can be used as
potential markers for tolerant genotypes. In future works, we intend to explore the role of such genes in thermotolerance and the coffee development.
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