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Genetic diversity of Coffea canephora influences microbial dynamics during
fermentation process
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Introduction

The growing demand for specialty coffees has expanded the opportunities for Coffea canephora.
Fermentation can improve its sensory quality, but the genetic diversity of the plant affects microbial
interactions and fermentation. This study evaluated microbial communities of different genotypes
before and after fermentation.
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Figure 1: Study methodology.
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Figure 2: Alpha diversity metrics (richness, evenness, and Shannon entropy) of bacteria (A) and
fungi (B) present in fruits in C. canephora genotypes.

Conclusion/Perspectives

Genotype-fermentation interactions shape the microbiota, highlighting genetic selection to optimize
C. canephora fermentation.
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